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Ala 


Gly 


Tyr 


Leu 


Lys 


Thr 


Pro 


Glu 


Glu 




415 




210 










215 










220 












418 


Asn 


Glu 


Pro 


Thr 


Gin 


Leu 


Glu 


Gly 


Gly 


Pro 


Asp 


Ser 


Leu 


Gly 


Phe 


Glu 




419 


225 










230 










235 










240 




422 


Thr 


Leu 


Glu 


Asn 


Cys 


Arg 


Lys 


Ala 


His 


Lys 


Glu 


Leu 


Ser 


Lys 


Glu 


He 




423 










245 










250 










255 






426 


Lys 


Arg 


Leu 


Lys 


Gly 


Leu 


Leu 


Thr 


Gin 


His 


Gly 


He 


Pro 


Tyr 


Thr 


Arg 




427 








260 










265 










270 








430 


Pro 


Thr 


Glu 


Thr 


Ser 


Asn 


Leu 


Glu 


His 


Leu 


Gly 


His 


Glu 


Thr 


Pro 


Arg 




431 






275 










280 










285 










434 


Ala 


Lys 


Ser 


Pro 


Glu 


Gin 


Leu 


Arg 


Gly Asp 


Pro 


Gly 


Leu 


Arg 


Gly 


Ser 




435 




290 










295 










300 












438 


Leu 


































439 


305 


































442 


<210> SEQ IE 


> NO: 


4 


























443 


<211> LENGTH 


[: 5597 


























444 


<212> TYPE: 


DNA 




























445 


<213> ORGANISM: 


Homo sapiens 




















447 


<400> SEQUENCE: 


4 


























448 


cggagccgag cgggcgtccg tcgccggagc 


tgcaatgagc 


ggcgcccgga ggctgtgacc 


60 


450 


tgcgcgcggc ggcccgaccg gggcccctga 


atggcggctc 


gctgaggcgg cggcggcggc 


120 


452 


ggcggctcag gctcctcggg gcgtggcgtg 


gcggtgaagg 


ggtgatgctg ttcaagctcc 


180 


454 


tgcagagaca aacctatacc tgcctgtccc 


acaggtatgg 


gctctacgtg tgcttcttgg 


240 


456 


gcgtcgttgt caccatcgtc tccgccttcc 


agttcggaga 


ggtggttctg gaatggagcc 


300 


458 


gagatcaata ccatgttttg tttgattcct 


atagagacaa 


tattgctgga aagtcctttc 


360 


460 


agaatcggct ttgtctgccc atgccgattg 


acgttgttta 


cacctgggtg aatggcacag 


420 


462 


atcttgaact actgaaggaa ctacagcagg 


tcagagaaca 


gatggaggag gagcagaaag 


480 


464 


caatgagaga aatccttggg aaaaacacaa 


cggaacctac 


taagaagagt gagaagcagt 


540 


466 


tagagtgttt gctaacacac tgcattaagg 


tgccaatgct 


tgtactggac ccagccctgc 


600 



Use of n and / or Xaa has been detected in the 
1 Sequence Listing. Review the Sequence Listing 
' ' to ensure a corresponding explanation is present 

in the <220> to <223> fields of each sequence 

using n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/895,072 



DATE: 07/23/2001 
TIME: 13:19:45 



Input Set : A:\210119US0CONT.txt 

Output Set: N:\CRF3\07232001\l895072.raw 



L:9 M:270 C: Current Application Number differs, Replaced Current Application No 

L:9 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:1120 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 10 

L:2207 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:17 

L:2211 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:17 

L:2213 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 17 

L:2754 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:23 

L:2926 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 35 



file://C:\Crf3\Outhold\VsrI895072.htm 



7/23/01 



